Lipid Carbohydrate

Fig. S1. The comparison of the regulated ratio of every homologous gene in the three
species. R, rapeseed; C, castor bean; M, maize.
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Fig. S2. Gene expression patterns of all DEGs during seed development of rapeseed,

castor, and maize.
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Fig. S3. Numbers of differentially expressed genes that participated in FA biosynthesis
(@) and oil body formation (b) of rapeseed, castor bean, and maize during seed

development.
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Fig. S4. The fold changes of key homologous lipid-related genes: FUS3, WRI1, LEC1/2,

PDHC, GPDHC, DGAT.
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Fig. S5. Numbers of differential expressed genes that participated in sugar transporters
(ST), plastid transporters (PT), organic acid and TCA (OA and TCA), and other
carbohydrate metabolism (OCA) of rapeseed, castor bean, and maize during seed

development.



